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NBRC No. F5 Pl HE
30113 Aspergillus oryzae var. oryzae =y %

32215 Penicillium camemberti miRF—X

4622  Penicillium roqueforti Ay 7#4#—LF—X
8631 Rhizopus microsporus var. oligosporus TN

112893 Talaromyces trachyspermus BRENAFyTNT 2 —-R
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NBRC No. F4 SEEIR
0210 Saccharomyces cerevisiae IN=LTA >V

0282  Saccharomyces cerevisiae BB S A &

1729 Saccharomyces cerevisiae AbZv¥—/F—-X
0058  Debaryomyces hansenii var. fabryi [& - 7-i&H

10695  Saccharomyces paradoxus Bot-v3ax—XxX

- .
HEE
NBRC No. F4 SRR, HEE
12007  Lactococcus lactis subsp. lactis FTA U EEK
103853  Levilactobacillus senmaizukei BYHREDGABAR £ EHK
115323%  Levilactobacillus brevis Be] 38t T 5
13118  Fructilactobacillus fructivorans BEONELILER
114777%  Enterococcus casseliflavus EFEFORAR
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NBRC No. F4 SRER. HEE
3281 Acetobacter aceti KEFFREBTE
16682 Komagataeibacter xylinus /A —2 7 1 L LT
115931% Acetobacter pasteurianus BEEE O FEEk
115932* Gluconacetobacter entanii £JLO— 2R 7 4 JL LB

116149% Acetobacter pasteurianus /854 v 7 LR DNBRC 101655%
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